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SEQUENCE LISTING 

<110> Feighner, Scott D. 

Patchett, Arthur A. 
Tan, Carina 
McKee, Karen Kulju 
MacNeil, Douglas 
Howard, Andrew D. 
Pong, Sheng-Shung 
Smith, Roy G. 



<120> CLONING AND IDENTIFICATION OF THE 
MOTILIN RECEPTOR 



<130> 20251P 

<140> 09/719^485 
<141> 2000-12-12 

<150> PCT/US99/12773 
<151> 1999-06-08 



<150> 60/089,098 
<151> 1998-06-12 



<160> 15 



<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 3066 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ttgaaattat 

gaggtcgagg 

cgaaaccctg 

ccagctactc 

tgagctgtga 

agaaaaaaag 

ggtcagctcc 

aggactagcc 

ctctagattc 

ccatgagccc 

aggtgcccgg 

gctgtctagg 

gggtattcca 

cgggagcgga 

ctagctcggg 

gcgcagcgct 

ctcaccgaga 

gagcacccat 

cgtggcccgc 



ctggtcactg 
cgggtggacc 
actacacaaa 
aggaggctga 
tcgcgccact 
aaagaaagaa 
ctccaccact 
caagattaca 
tggtctagac 
tcctccaccg 
agtaccagac 
gtgcagacat 
gttagtggag 
gcatggccgg 
agcgcctcgg 
ccgccgtctg 
gggaccacgc 
gggcagcccc 
gctgccgcct 



ccgggcgcgg 
acctggggtc 
aaacacaaaa 
ggtgggagga 
taaactccag 
agaaaaaaag 
cgcgaattta 
caagttactc 
tcccctccta 
tcaagcggca 
tgacaaaagc 
cgctcaccgg 
agggaagcgc 
gccggggcgg 
agcccacccc 
acctgccgcg 
gccaggctcc 
tggaacggca 
tgcgacgagc 



tggctcacgc 
aggagttcga 
tttagccggg 
ctgcttgagc 
cctggacgac 
aaaaaaaaga 
cagaagagga 
ggttgtagag 
ttatttagca 
gctaccagcc 
gcccgtacag 
accgggtagg 
cctggaactg 
gccgcggccg 
gcagagccgc 
cccgcagcgt 
cagcccgacc 
gcgacggccc 
gccgctgctc 



ctgtaatccc 
gaccaggctg 
gcttgggcgc 
ctgggaggtc 
agtgagaccc 
aattatttgg 
gaactgggct 
ccaggattag 
ttatggcttc 
accagaccag 
tgctcagtcc 
gctcgtgcgc 
catgggcccg 
tgggcggaga 
ttctcgcgcc 
gcgggctggg 
cgggacgcgg 
cgagggggcg 
gccctttccc 



agcactttgg 
gccaacatgg 
tcctgtgctc 
gaggctgcag 
tgtctcaaga 
tcaattatat 
gggcgagacc 
acaggagagg 
ctgaggatta 
atcccttcga 
tgtaaccaaa 
taagggcgcc 
ggagagggcg 
ctgcgcgcag 
ccgcagcgca 
aaaggaggcg 
cggccgcgcg 
cgggagccgc 
ctgggggcgc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 



- 1 - 



tggtgccggt 
tgaccgtgat 
gcagcatggc 
tctggcgctc 
gcgagggctg 
tggccatctg 
tcatcgctgt 
gcgtcgagca 
cctcctcgcc 
cgccgtcggg 
gccccgcgca 
tgccctttct 
ggcggccgct 
gcgtcctgcg 
cggggaccgc 
cagctccctc 
accatgtcct 
cggatccgat 
tggtaattct 
ttgagaagac 
gaaggctaaa 
attcttttca 
ccaaggcggc 
tatgggagcc 
ttttctgggg 
gttattgcag 
aatcccggtg 
ttgcccttcc 
ttctctcagt 
ccaatcctct 
gcaaggaagt 
ggggacactg 
ggataa 



gaccgctgtg 
gctgatcggg 
cgtgtccgac 
gcggccctgg 
cacctacgcc 
ccgcccgctc 
gctctgggcc 
ggaccccggc 
tctcgcctcg 
gcccgagacc 
gctgggcgcg 
gtgcctcagc 
gcgaggcccg 
taagtggagc 
gcaaacgctg 
ctatttcgat 
gtcccccagg 
tcagtaacca 
taatccaacc 
gagggagatt 
gtaaaccttg 
acagagaaca 
ttgttcagag 
tactatgcag 
tgaggatctg 
atggttcctt 
ctgtgtctta 
acgttggcag 
actttaacat 
acaacctcat 
ccaggccgag 
gaggagacac 



tgcctgtgcc 
cgctaccggg 
ctactcatcc 
gtgttcgggc 
acgctgctgc 
cgcgcccgcg 
gtggcgctgc 
atctccgtag 
tcgccgcctc 
gcggaggccg 
ctgcgtgtca 
atcctctacg 
gccgcctcgg 
cgccgtggtt 
ggtccccttc 
tccagcctcc 
agctctgggg 
gcagtgcttt 
acctgttaga 
tcattaagct 
ctcgtatcaa 
gaaaacttgt 
aaattgctcc 
ttttaaagca 
cctaggtaga 
gtcggggtgg 
tgttgcagtg 
aatcatttac 
cgtcgctctg 
ttcaaagaag 
aggcttccac 
ggtgggctac 



tgttcgtcgt 
acatgcggac 
tgctcgggct 
cgctgctctg 
acatgaccgc 
tcttggtcac 
tctctgccgg 
tcccgggcct 
tctggctctc 
cggcgctgtt 
tgctgtgggt 
ggctcatcgg 
ggcgggagag 
ccaaagacgc 
ccctgctcgc 
acccgccggt 
gaccccaggg 
tccagagcct 
tgccacaaat 
aaaatttttt 
aaagtaaaga 
ctccgaagtg 
ttctggttta 
agtatccatg 
agttttctct 
ggggtttatt 
gtggtggttc 
ataaacacgg 
caacttttct 
tacagagcgg 
agaagcaggg 
accgagacaa 



cggggtgagc 
caccaccaac 
gccgttcgac 
ccgcctgtcc 
gctcagcgtc 
ccggcgccgc 
tcccttcttg 
caatggcacc 
gcgggcgcca 
cagccgcgaa 
caccaccgcc 
gcgggagctg 
aggccaccgg 
ctgcctgcag 
ccagctctgg 
acttcccatc 
cgctttgagg 
ctgagaccag 
gaggagtcct 
atttaatgtt 
ttgtgcagac 
ggtttgtgga 
tgtccagcct 
cagcctgcag 
aatttatttt 
tgcttcccaa 
tggcatttat 
aagattcgcg 
atctgagcgc 
cggcctttaa 
acactgcggg 
gcgctaacgt 



ggcaacgtgg 
ttgtacctgg 
ctgtaccgcc 
ctctacgtgg 
gagcgctacc 
gtccgcgcgc 
ttcctggtgg 
gcgcggatcg 
ccgccgtccc 
tgccggccga 
tacttcttcc 
tggagcagcc 
cagaccgtcc 
tccgccccgc 
gcgccgcttc 
ccccgagaaa 
gtgggatccc 
aaaggagagt 
cacagtgctc 
aagtgatgct 
ctgttgtaga 
aggaagcctg 
tgataacaca 
cctggtcatt 
gctgttactt 
tgcttttgtt 
aatttgctgg 
gatgatgtac 
atctatcaac 
actgctgctc 
ggaagttgca 
gaagacgatg 



1200 
1260 
1320 
1380 
1440 
1500 
1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2340 
2400 
2460 
2520 
2580 
2640 
2700 
2760 
2820 
2880 
2940 
3000 
3060 
3066 



<210> 2 
<211> 1239 
<212> DNA 

<213> Homo sapiens 



<400> 2 

atgggcagcc 

gcgctgccgc 

gtgaccgctg 

atgctgatcg 

gccgtgtccg 

tcgcggccct 

tgcacctacg 

tgccgcccgc 

gtgctctggg 

caggaccccg 

cctctcgcct 

gggcccgaga 

cagctgggcg 

ctgtgcctca 

ctgcgaggcc 



cctggaacgg 
cttgcgacga 
tgtgcctgtg 
ggcgctaccg 
acctactcat 
gggtgttcgg 
ccacgctgct 
tccgcgcccg 
ccgtggcgct 
gcatctccgt 
cgtcgccgcc 
ccgcggaggc 
cgctgcgtgt 
gcatcctcta 
cggccgcctc 



cagcgacggc 
gcgccgctgc 
cctgttcgtc 
ggacatgcgg 
cctgctcggg 
gccgctgctc 
gcacatgacc 
cgtcttggtc 
gctctctgcc 
agtcccgggc 
tctctggctc 
cgcggcgctg 
catgctgtgg 
cgggctcatc 
ggggcgggag 



cccgaggggg 
tcgccctttc 
gtcggggtga 
accaccacca 
ctgccgttcg 
tgccgcctgt 
gcgctcagcg 
acccggcgcc 
ggtcccttct 
ctcaatggca 
tcgcgggcgc 
ttcagccgcg 
gtcaccaccg 
gggcgggagc 
agaggccacc 



cgcgggagcc 
ccctgggggc 
gcggcaacgt 
acttgtacct 
acctgtaccg 
ccctctacgt 
tcgagcgcta 
gcgtccgcgc 
tgttcctggt 
ccgcgcggat 
caccgccgtc 
aatgccggcc 
cctacttctt 
tgtggagcag 
ggcagaccgt 



gccgtggccc 
gctggtgccg 
ggtgaccgtg 
gggcagcatg 
cctctggcgc 
gggcgagggc 
cctggccatc 
gctcatcgct 
gggcgtcgag 
cgcctcctcg 
cccgccgtcg 
gagccccgcg 
cctgcccttt 
ccggcggccg 
ccgcgtcctg 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
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ctggtggtgg 
tacataaaca 
ctgcaacttt 
aagtacagag 
cacagaagca 
tacaccgaga 



ttctggcatt 
cggaagattc 
tctatctgag 
cggcggcctt 
gggacactgc 
caagcgctaa 



tataatttgc 
gcggatgatg 
cgcatctatc 
taaactgctg 

gggggaagtt 

cgtgaagacg 



tggttgccct 
tacttctctc 
aacccaatcc 
ctcgcaagga 
gcaggggaca 
atgggataa 



tccacgttgg 
agtactttaa 
tctacaacct 
agtccaggcc 
ctggaggaga 



cagaatcatt 
catcgtcgct 
catttcaaag 
gagaggcttc 
cacggtgggc 



960 
1020 
1080 
1140 
1200 
1239 



<210> 3 

<211> 412 

<212> PRT 

<213> Homo sapiens 



<400> 3 



Met 


Gly 


Ser 


Pro 


Trp 


Asn 


Gly 


Ser 


Asp 


Gly 


Pro 


Glu 


Gly Ala 


Arg 


Glu 


1 








5 










10 










15 




Pro 


Pro 


Trp 


Pro 


Ala 


Leu 


Pro 


Pro 


Cys 


Asp 


Glu 


Arg 


Arg 


Cys 


Ser 


Pro 








20 










25 










30 






Phe 


Pro 


Leu 


Gly 


Ala 


Leu 


Val 


Pro 


Val 


Thr 


Ala 


Val 


Cys 


Leu 


Cys 


Leu 






35 










40 










45 








Phe 


Val 


Val 


Gly 


Val 


Ser 


Gly 


Asn 


Val 


Val 


Thr 


Val 


Met 


Leu 


He 


Gly 




50 










55 










60 










Arg 


Tyr 


Arg 


Asp 


Met 


Arg 


Thr 


Thr 


Thr 


Asn 


Leu 


Tyr 


Leu 


Gly 


Ser 


Met 


65 










70 










75 










80 


Ala 


Val 


Ser 


Asp 


Leu 


Leu 


He 


Leu 


Leu 


Gly 


Leu 


Pro 


Phe 


Asp 


Leu 


Tyr 










85 










90 










95 




Arg 


Leu 


Trp 


Arg 


Ser 


Arg 


Pro 


Trp 


Val 


Phe 


Gly 


Pro 


Leu 


Leu 


Cys 


Arg 








100 










105 










110 






Leu 


Ser 


Leu 


Tyr 


Val 


Gly 


Glu 


Gly 


Cys 


Thr 


Tyr 


Ala 


Thr 


Leu 


Leu 


His 






115 










120 










125 








Met 


Thr 


Ala 


Leu 


Ser 


Val 


Glu 


Arg 


Tyr 


Leu 


Ala 


He 


Cys 


Arg 


Pro 


Leu 




130 










135 










140 










Arg 


Ala 


Arg 


Val 


Leu 


Val 


Thr 


Arg 


Arg 


Arg 


Val 


Arg 


Ala 


Leu 


He 


Ala 


145 










150 










155 










160 


Val 


Leu 


Trp 


Ala 


Val 


Ala 


Leu 


Leu 


Ser 


Ala 


Gly 


Pro 


Phe 


Leu 


Phe 


Leu 










165 










170 










175 




Val 


Gly 


Val 


Glu 


Gin 


Asp 


Pro 


Gly 


He 


Ser 


Val 


Val 


Pro 


Gly 


Leu 


Asn 








180 










185 










190 






Gly 


Thr 


Ala 


Arg 


He 


Ala 


Ser 


Ser 


Pro 


Leu 


Ala 


Ser 


Ser 


Pro 


Pro 


Leu 






195 










200 










205 








Trp 


Leu 


Ser 


Arg 


Ala 


Pro 


Pro 


Pro 


Ser 


Pro 


Pro 


Ser 


Gly 


Pro 


Glu 


Thr 




210 










215 










220 










Ala 


Glu 


Ala 


Ala 


Ala 


Leu 


Phe 


Ser 


Arg 


Glu 


Cys 


Arg 


Pro 


Ser 


Pro 


Ala 


225 










230 










235 










240 


Gin 


Leu 


Gly 


Ala 


Leu 


Arg 


Val 


Met 


Leu 


Trp 


Val 


Thr 


Thr 


Ala 


Tyr 


Phe 










245 










250 










255 




Phe 


Leu 


Pro 


Phe 


Leu 


Cys 


Leu 


Ser 


He 


Leu 


Tyr 


Gly 


Leu 


He 


Gly 


Arg 








260 










265 










270 






Glu 


Leu 


Trp 


Ser 


Ser 


Arg 


Arg 


Pro 


Leu 


Arg 


Gly 


Pro 


Ala 


Ala 


Ser 


Gly 






275 










280 










285 








Arg 


Glu 


Arg 


Gly 


His 


Arg 


Gin 


Thr 


Val 


Arg 


Val 


Leu 


Leu 


Val 


Val 


Val 




290 










295 










300 










Leu 


Ala 


Phe 


He 


He 


Cys 


Trp 


Leu 


Pro 


Phe 


His 


Val 


Gly 


Arg 


He 


He 


305 










310 










315 










320 


Tyr 


He 


Asn 


Thr 


Glu 


Asp 


Ser 


Arg 


Met 


Met 


Tyr 


Phe 


Ser 


Gin 


Tyr 


Phe 










325 










330 










335 
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2025 1R 



Asn 


He 


Val 


Ala 


Leu 


Gin 


Leu 


Phe 


Tyr 


Leu 


Ser 


Ala 


Ser 


He 


Asn 


Pro 








340 










345 










350 






He 


Leu 


Tyr 


Asn 


Leu 


He 


Ser 


Lys 


Lys 


Tyr 


Arg 


Ala 


Ala 


Ala 


Phe 


Lys 






355 










360 










365 








Leu 


Leu 


Leu 


Ala 


Arg 


Lys 


Ser 


Arg 


Pro 


Arg 


Gly 


Phe 


His 


Arg 


Ser 


Arg 




370 










375 










380 










Asp 


Thr 


Ala 


Gly 


Glu 


Val 


Ala 


Gly 


Asp 


Thr 


Gly 


Gly 


Asp 


Thr 


Val 


Gly 


385 










390 










395 










400 


Tyr 


Thr 


Glu 


Thr 


Ser 


Ala 


Asn 


Val 


Lys 


Thr 


Met 


Gly 











405 410 



<210> 4 

<211> 1390 

<212> DNA 

<213> Homo sapiens 



<400> 4 

atgggcagcc 

gcgctgccgc 

gtgaccgctg 

atgctgatcg 

gccgtgtccg 

tcgcggccct 

tgcacctacg 

tgccgcccgc 

gtgctctggg 

caggaccccg 

cctctcgcct 

gggcccgaga 

cagctgggcg 

ctgtgcctca 

ctgcgaggcc 

cgtaagtgga 

gcgcaaacgc 

tttcctattt 

ctggttgccc 

gtacttctct 

caacccaatc 

gctcgcaagg 

tgcaggggac 

gatgggataa 



cctggaacgg 
cttgcgacga 
tgtgcctgtg 
ggcgctaccg 
acctactcat 
gggtgttcgg 
ccacgctgct 
tccgcgcccg 
ccgtggcgct 
gcatctccgt 
cgtcgccgcc 
ccgcggaggc 
cgctgcgtgt 
gcatcctcta 
cggccgcctc 
gccgccgtgg 
tgggtcccct 
cgattccagc 
ttccacgttg 
cagtacttta 
ctctacaacc 
aagtccaggc 
actggaggag 



cagcgacggc 
gcgccgctgc 
cctgttcgtc 
ggacatgcgg 
cctgctcggg 
gccgctgctc 
gcacatgacc 
cgtcttggtc 
gctctctgcc 
agtcccgggc 
tctctggctc 
cgcggcgctg 
catgctgtgg 
cgggctcatc 
ggggcgggag 
ttccaaagac 
tcccctgctc 
ctccacccgc 
gcagaatcat 
acatcgtcgc 
tcatttcaaa 
cgagaggctt 
acacggtggg 



cccgaggggg 
tcgccctttc 
gtcggggtga 
accaccacca 
ctgccgttcg 
tgccgcctgt 
gcgctcagcg 
acccggcgcc 
ggtcccttct 
ctcaatggca 
tcgcgggcgc 
ttcagccgcg 
gtcaccaccg 
gggcgggagc 
agaggccacc 
gcctgcctgc 
gcccagctct 
cgtggtggtg 
ttacataaac 
tctgcaactt 
gaagtacaga 
ccacagaagc 
ctacaccgag 



cgcgggagcc 
ccctgggggc 
gcggcaacgt 
acttgtacct 
acctgtaccg 
ccctctacgt 
tcgagcgcta 
gcgtccgcgc 
tgttcctggt 
ccgcgcggat 
caccgccgtc 
aatgccggcc 
cctacttctt 
tgtggagcag 
ggcagaccgt 
agtccgcccc 
gggcgccgct 
gttctggcat 
acggaagatt 
ttctatctga 
gcggcggcct 
agggacactg 
acaagcgcta 



gccgtggccc 
gctggtgccg 
ggtgaccgtg 
gggcagcatg 
cctctggcgc 
gggcgagggc 
cctggccatc 
gctcatcgct 
gggcgtcgag 
cgcctcctcg 
cccgccgtcg 
gagccccgcg 
cctgcccttt 
ccggcggccg 
ccgcgtcctg 
gccggggacc 
tccagctccc 
ttataatttg 
cgcggatgat 
gcgcatctat 
ttaaactgct 
cgggggaagt 
acgtgaagac 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1390 



<210> 5 
<211> 386 
<212> PRT 

<213> Homo sapiens 



Met Gly Ser Pro 
1 

Pro Pro Trp Pro 
20 

Phe Pro Leu Gly 
35 

Phe Val Val Gly 



Trp Asn Gly Ser 
5 

Ala Leu Pro Pro 

Ala Leu Val Pro 
40 

Val Ser Gly Asn 



Asp Gly Pro Glu 
10 

Cys Asp Glu Arg 
25 

Val Thr Ala Val 
Val Val Thr Val 



Gly Ala Arg Glu 
15 

Arg Cys Ser Pro 
30 

Cys Leu Cys Leu 
45 

Met Leu He Gly 
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, # 2025 IP, 



50 55 60 

Arg Tyr Arg Asp Met Arg Thr Thr Thr Asn Leu Tyr Leu Gly Ser Met 
65 70 75 80 

Ala Val Ser Asp Leu Leu lie Leu Leu Gly Leu Pro Phe Asp Leu Tyr 

85 90 95 

Arg Leu Trp Arg Ser Arg Pro Trp Val Phe Gly Pro Leu Leu Cys Arg 

100 105 HO 

Leu Ser Leu Tyr Val Gly Glu Gly Cys Thr Tyr Ala Thr Leu Leu His 

115 120 125 

Met Thr Ala Leu Ser Val Glu Arg Tyr Leu Ala lie Cys Arg Pro Leu 

130 135 140 

Arg Ala Arg Val Leu Val Thr Arg Arg Arg Val Arg Ala Leu lie Ala 
145 150 155 160 

Val Leu Trp Ala Val Ala Leu Leu Ser Ala Gly Pro Phe Leu Phe Leu 

165 170 175 

Val Gly Val Glu Gin Asp Pro Gly lie Ser Val Val Pro Gly Leu Asn 

180 185 190 

Gly Thr Ala Arg lie Ala Ser Ser Pro Leu Ala Ser Ser Pro Pro Leu 

195 200 205 

Trp Leu Ser Arg Ala Pro Pro Pro Ser Pro Pro Ser Gly Pro Glu Thr 

210 215 220 

Ala Glu Ala Ala Ala Leu Phe Ser Arg Glu Cys Arg Pro Ser Pro Ala 
225 230 235 240 

Gin Leu Gly Ala Leu Arg Val Met Leu Trp Val Thr Thr Ala Tyr Phe 

245 250 255 

Phe Leu Pro Phe Leu Cys Leu Ser lie Leu Tyr Gly Leu lie Gly Arg 

260 265 270 

Glu Leu Trp Ser Ser Arg Arg Pro Leu Arg Gly Pro Ala Ala Ser Gly 

275 280 285 

Arg Glu Arg Gly His Arg Gin Thr Val Arg Val Leu Arg Lys Trp Ser 

290 295 300 

Arg Arg Gly Ser Lys Asp Ala Cys Leu Gin Ser Ala Pro Pro Gly Thr 
305 310 315 320 

Ala Gin Thr Leu Gly Pro Leu Pro Leu Leu Ala Gin Leu Trp Ala Pro 

325 330 335 

Leu Pro Ala Pro Phe Pro lie Ser lie Pro Ala Ser Thr Arg Arg Gly 

340 345 350 

Gly Gly Ser Gly lie Tyr Asn Leu Leu Val Ala Leu Pro Arg Trp Gin 

355 360 365 

Asn His Leu His Lys His Gly Arg Phe Ala Asp Asp Val Leu Leu Ser 

370 375 380 

Val Leu 
385 

<210> 6 
<211> 1092 
<212> DNA 

<213> Spheroides nephelus 
<400> 6 

atgccctgga ccagacccca ggtggacctc catgctgctg cagcagagac catggaccag 60 
tacaccacgg acgaccacca ctacgagggc tccctcttcc ccgcgtccac cctcatcccc 120 
gtcacggtca tctgcatcct catcttcgtg gtcggcgtga ccggcaacac catgaccatc 180 
ctcatcatcc agtacttcaa ggacatgaag accaccacca acctgtacct gtccagcatg 240 
gccgtgtccg acctcgtcat cttcctctgc ctgcccttcg acctgtaccg cctgtggaag 300 

-5 - 
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tacgtgccgt 
tgcacgtcgg 
agcttccccc 
gccctgtggt 
tacgacaacg 
atcagctcgg 
atgctgtgtc 
gacctgcagg 
ctggtggtgg 
ctgttcgccc 
tccatggtgc 
aggaagtacc 
caccgggggc 
acgggggtgt 



ggctgttcgg 
ccaccatcct 
tcaggagcaa 
gcttcgccct 
agacgcaccc 
ggcagctgca 
tcctcttcct 
gcccgtgcgc 
tggtgctggc 
aggtggacga 
tctgctacct 
gggccgccgc 
aggggcagtt 
ga 



cgaggccgtg 
ccacatcacg 
ggtgatggtg 
ggtgtcggcc 
cgactacaac 
catcatgatc 
ctacggctcc 
cctggcccgc 
cttcatcatc 
ctacgacacg 
cagcgcctcc 
caagcgcctc 
ttgcatgatc 



tgccgcctct 
gccctgagca 
accaggagaa 
gctcccacgc 
acgggccagt 
tgggtgtcca 
atcgggtgca 
gagaggtcgc 
tgctggctgc 
gccatgctca 
atcaaccccg 
ttcctgctcc 
ggccacagcc 



<210> 7 
<211> 363 
<212> PRT 

<213> Spheroides nephelus 



accactacat 
tcgagcgcta 
gggtccagta 
tcttcctggt 
gcaagcacac 
ccacctactt 
agctgtggaa 
acaggcaaac 
cctaccacat 
gccagaattt 
tcgtctacaa 
accagagacc 
ccaccctgga 



cttcgaaggc 
cctggccatc 
catcatcctg 
cggggtggag 
gggctacgcc 
cttctgcccg 
gagcaagaac 
ggtgaagatc 
cggcaggaac 
caacatggcc 
cctgatgtcg 
caagccggcc 
cgagagcctg 



360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1092 



<400> 7 
Met Pro Trp 
1 

Thr Met Asp 

Phe Pro Ala 
35 

Phe Val Val 
50 

Tyr Phe Lys 
65 

Ala Val Ser 

Arg Leu Trp 

Leu Tyr His 
115 

lie Thr Ala 

130 
Arg Ser Lys 
145 

Ala Leu Trp 

Val Gly Val 

Gin Cys Lys 
195 

Met lie Trp 
210 

Leu Phe Leu 
225 

Asp Leu Gin 
Thr Val Lys 



Thr Arg Pro 
5 

Gin Tyr Thr 
20 

Ser Thr Leu 

Gly Val Thr 

Asp Met Lys 
70 

Asp Leu Val 
85 

Lys Tyr Val 
100 

Tyr lie Phe 

Leu Ser lie 

Val Met Val 
150 

Cys Phe Ala 
165 

Glu Tyr Asp 
180 

His Thr Gly 

Val Ser Thr 

Tyr Gly Ser 
230 

Gly Pro Cys 

245 
lie Leu Val 
260 



Gin Val Asp 

Thr Asp Asp 
25 

lie Pro Val 
40 

Gly Asn Thr 
55 

Thr Thr Thr 

lie Phe Leu 

Pro Trp Leu 
105 

Glu Gly Cys 
120 

Glu Arg Tyr 
135 

Thr Arg Arg 

Leu Val Ser 

Asn Glu Thr 
185 

Tyr Ala lie 

200 
Thr Tyr Phe 
215 

lie Gly Cys 

Ala Leu Ala 

Val Val Val 
265 



Leu His 
10 

His His 

Thr Val 

Met Thr 

Asn Leu 

75 
Cys Leu 
90 

Phe Gly 

Thr Ser 

Leu Ala 

Arg Val 
155 
Ala Ala 
170 

His Pro 

Ser Ser 

Phe Cys 

Lys Leu 
235 
Arg Glu 
250 

Leu Ala 



Ala Ala Ala 
Tyr 
He 



He 

60 

Tyr 

Pro 

Glu 

Ala 

He 
140 
Gin 

Pro 

Asp 

Gly 

Pro 
220 
Trp 

Arg 

Phe 



Glu Gly 

30 
Cys He 
45 

Leu He 



Leu Ser 

Phe Asp 

Ala Val 
110 
Thr He 
125 

Ser Phe 

Tyr He 

Thr Leu 

Tyr Asn 
190 
Gin Leu 
205 

Met Leu 

Lys Ser 

Ser His 

He He 
270 



Ala Glu 
15 

Ser Leu 

Leu He 

He Gin 

Ser Met 

80 
Leu Tyr 
95 

Cys Arg 

Leu His 

Pro Leu 

He Leu 
160 
Phe Leu 
175 

Thr Gly 

His He 

Cys Leu 

Lys Asn 
240 
Arg Gin 
255 

Cys Trp 
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Leu Pro Tyr His lie Gly Arg Asn Leu Phe Ala Gin Val Asp Asp Tyr 

275 280 285 

Asp Thr Ala Met Leu Ser Gin Asn Phe Asn Met Ala Ser Met Val Leu 

290 295 300 

Cys Tyr Leu Ser Ala Ser lie Asn Pro Val Val Tyr Asn Leu Met Ser 
305 310 315 320 

Arg Lys Tyr Arg Ala Ala Ala Lys Arg Leu Phe Leu Leu His Gin Arg 

325 330 335 

Pro Lys Pro Ala His Arg Gly Gin Gly Gin Phe Cys Met lie Gly His 

340 345 350 

Ser Pro Thr Leu Asp Glu Ser Leu Thr Gly Val 
355 360 

<210> 8 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 



<400> 8 

ccatcctaat acgactcact atagggc 



27 



<210> 9 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> PCR Primer 



<400> 9 

ttatcccatc gtcttcacgt tagcgcttgt etc 



33 



<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 



<400> 10 

ctgccctttc tgtgcctcag catcctctac 



30 



<210> 11 

<211> 900 

<212> DNA 

<213> Homo sapiens 



<400> 11 

atgggcagcc cc tggaaegg cagcgacggc cccgaggggg cgcgggagcc gccgtggccc 60 

gcgctgccgc ettgegaega gcgccgctgc tcgccctttc ccctgggggc gctggtgccg 120 

gtgaccgctg tgtgcctgtg c.ctgttcgtc gtcggggtga gcggcaacgt ggtgaccgtg 180 



atgctgatcg 
gccgtgtccg 
tcgcggccct 
tgcacctacg 
tgccgcccgc 
gtgctctggg 
caggaccccg 
cctctcgcct 
gggcccgaga 
cagctgggcg 
ctgtgcctca 
ctgcgaggcc 



ggcgctaccg 
acctactcat 
gggtgttcgg 
ccacgctgct 
tccgcgcccg 
ccgtggcgct 
gcatctccgt 
cgtcgccgcc 
ccgcggaggc 
cgctgcgtgt 
gcatcctcta 
cggccgcctc 



ggacatgcgg 
cctgctcggg 
gccgctgctc 
gcacatgacc 
cgtcttggtc 
gctctctgcc 
agtcccgggc 
tctctggctc 
cgcggcgctg 
catgctgtgg 
cgggctcatc 
ggggcgggag 



accaccacca 
ctgccgttcg 
tgccgcctgt 
gcgctcagcg 
acccggcgcc 
ggtcccttct 
ctcaatggca 
tcgcgggcgc 
ttcagccgcg 
gtcaccaccg 
gggcgggagc 
agaggccacc 



acttgtacct 
acctgtaccg 
ccctctacgt 
tcgagcgcta 
gcgtccgcgc 
tgttcctggt 
ccgcgcggat 
caccgccgtc 
aatgccggcc 
cctacttctt 
tgtggagcag 
ggcagaccgt 



gggcagcatg 
cctctggcgc 
gggcgagggc 
cctggccatc 
gctcatcgct 
gggcgtcgag 
cgcctcctcg 
cccgccgtcg 
gagccccgcg 
cctgcccttt 
ccggcggccg 
ccgcgtcctg 



240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 



<210> 12 
<211> 300 
<212> PRT 

<213> Homo sapiens 



<400> 12 
Met Gly Ser Pro 
1 

Pro Pro Trp Pro 
20 

Phe Pro Leu Gly 
35 

Phe Val Val Gly 
50 

Arg Tyr Arg Asp 
65 

Ala Val Ser Asp 

Arg Leu Trp Arg 
100 

Leu Ser Leu Tyr 
115 

Met Thr Ala Leu 
130 

« Arg Ala Arg Val 

145 

Val Leu Trp Ala 

Val Gly Val Glu 
180 

Gly Thr Ala Arg 
195 

Trp Leu Ser Arg 
210 

Ala Glu Ala Ala 
225 

Gin Leu Gly Ala 

Phe Leu Pro Phe 
260 

Glu Leu Trp Ser 
275 



Trp Asn Gly Ser 
5 

Ala Leu Pro Pro 

Ala Leu Val Pro 
40 

Val Ser Gly Asn 
55 

Met Arg Thr Thr 
70 

Leu Leu lie Leu 
85 

Ser Arg Pro Trp 

Val Gly Glu Gly 
120 

Ser Val Glu Arg 
135 

Leu Val Thr Arg 
150 

Val Ala Leu Leu 
165 

Gin Asp Pro Gly 

lie Ala Ser Ser 
200 

Ala Pro Pro Pro 
215 

Ala Leu Phe Ser 
230 

Leu Arg Val Met 
245 

Leu Cys Leu Ser 

Ser Arg Arg Pro 
280 



Asp Gly Pro Glu 
10 

Cys Asp Glu Arg 
25 

Val Thr Ala Val 

Val Val Thr Val 
60 

Thr Asn Leu Tyr 
75 

Leu Gly Leu Pro 
90 

Val Phe Gly Pro 
105 

Cys Thr Tyr Ala 

Tyr Leu Ala lie 
140 

Arg Arg Val Arg 
155 

Ser Ala Gly Pro 
170 

lie Ser Val Val 
185 

Pro Leu Ala Ser 

Ser Pro Pro Ser 
220 

Arg Glu Cys Arg 
235 

Leu Trp Val Thr 
250 

lie Leu Tyr Gly 
265 

Leu Arg Gly Pro 



Gly. Ala Arg Glu 
15 

Arg Cys Ser Pro 
30 

Cys Leu Cys Leu 
45 

Met Leu lie Gly 

Leu Gly Ser Met 
80 

Phe Asp Leu Tyr 
95 

Leu Leu Cys Arg 
110 

Thr Leu Leu His 
125 

Cys Arg Pro Leu 

Ala Leu lie Ala 
160 

Phe Leu Phe Leu 
175 

Pro Gly Leu Asn 
190 

Ser Pro Pro Leu 
205 

Gly Pro Glu Thr 

Pro Ser Pro Ala 
240 

Thr Ala Tyr Phe 
255 

Leu lie Gly Arg 
270 

Ala Ala Ser Gly 
285 
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Arg Glu Arg Gly His Arg Gin Thr Val Arg Val Leu 
290 29.5 300 



<210> 13 

<211> 154 

<212> DNA 

<213> Homo sapiens 



<400> 13 

cgtaagtgga gccgccgtgg ttccaaagac gcctgcctgc agtccgcccc gccggggacc 60 

gcgcaaacgc tgggtcccct tcccctgctc gcccagctct gggcgccgct tccagctccc 120 

tttcctattt cgattccagc ctccacccgc cggt 154 



<210> 14 

<211> 602 

<212> DNA 

<213> Homo sapiens 



<400> 14 

agctggtggt 

tttacataaa 

ctctgcaact 

agaagtacag 

tccacagaag 

gctacaccga 

gttccaaaga 

ttcccctgct 

cctccacccg 

ggcagaatca 

aa 



ggttctggca 
cacggaagat 
tttctatctg 
agcggcggcc 
cagggacact 
gacaagcgct 
cgcctgcctg 
cgcccagctc 
ccgtggtggt 
tttacataaa 



tttataattt 
tcgcggatga 
agcgcatcta 
tttaaactgc 
gcgggggaag 
aacgtgaaga 
cagtccgccc 
tgggcgccgc 
ggttctggca 
cacggaagat 



gctggttgcc 
tgtacttctc 
tcaacccaat 
tgctcgcaag 
ttgcagggga 
cgatgggata 
cgccggggac 
ttccagctcc 
tttataattt 
tcgcggatga 



cttccacgtt 
tcagtacttt 
cctctacaac 
gaagtccagg 
cactggagga 
acgtaagtgg 
cgcgcaaacg 
ctttcctatt 
gctggttgcc 
tgtacttctc 



ggcagaatca 
aacatcgtcg 
ctcatttcaa 
ccgagaggct 
gacacggtgg 
agccgccgtg 
ctgggtcccc 
tcgattccag 
cttccacgtt 
tcagtacttt 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
602 



<210> 15 
<211> 198 
<212> PRT 

<213> Homo sapiens 



<400> 15 

Leu Val Val Val Leu 

1 5 
Gly Arg lie lie Tyr 
20 

Ser Gin Tyr Phe Asn 
35 

Ser lie Asn Pro lie 
50 

Ala Ala Phe Lys Leu 
65 

His Arg Ser Arg Asp 
85 

Asp Thr Val Gly Tyr 
100 

Arg Lys Trp Ser Arg 
115 

Pro Pro Gly Thr Ala 
130 



Ala Phe lie lie Cys Trp 
10 

lie Asn Thr Glu Asp Ser 
25 

lie Val Ala Leu Gin Leu 
40 

Leu Tyr Asn Leu lie Ser 
55 

Leu Leu Ala Arg Lys Ser 
70 75 
Thr Ala Gly Glu Val Ala 
90 

Thr Glu Thr Ser Ala Asn 
105 

Arg Gly Ser Lys Asp Ala 
120 

Gin Thr Leu Gly Pro Leu 
135 



Leu Pro Phe His Val 
15 

Arg Met Met Tyr Phe 
30 

Phe Tyr Leu Ser Ala 
45 

Lys Lys Tyr Arg Ala 
60 

Arg Pro Arg Gly Phe 
80 

Gly Asp Thr Gly Gly 
95 

Val Lys Thr Met Gly 
110 

Cys Leu Gin Ser Ala 
125 

Pro Leu Leu Ala Gin 
140 
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Leu Trp Ala Pro 
145 

Thr Arg Arg Gly 

Pro Arg Trp Gin 
180 

Val Leu Leu Ser 
195 



Leu Pro Ala Pro 
150 

Gly Gly Ser Gly 
165 

Asn His Leu His 
Val Leu 



Phe Pro lie Ser 
155 

lie Tyr Asn Leu 
170 

Lys His Gly Arg 
185 



lie Pro Ala Ser 
160 

Leu Val Ala Leu 
175 

Phe Ala Asp Asp 
190 
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